(E) A selection of particles from a subset of the Krios-Falcon III dataset that represented just the front view of the monomer complex. The particles could be separated into two species: 98.6 % were DNA bound (top row) and 1.4 % were fully assembled without DNA (bottom row). Particles and class averages were generated and displayed using Relion. (D) Similar view to S7C of the deposited filament map, which is sliced in half to show the continuous density for dsDNA (magenta) through the entire filament.
